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1. #EER(Glycoproteins)
2. SRfEEDAN Western hlotting)
3. HHEETHE coenzyme, prosthetic group)
4, DMA 1EEREE(melting temperature)
5. S5 ER( structural enzyme)
f. BHIEFRME(translational repression)
7. EEFE M (hiclogical oxidation)
8. ERE(salting in)
0. FEMAER Antagonism)
10, Bt Halogenation)
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. REFSHO AR EEARHEREETEEREEMNE, —RRiRERNE _ mm A RFE
HINENERE, MZEBEMEATEEET o $ERAH.
2. BEMEMRFETERELARREED (Michaelis constant) AHAER], AREEMBLE . INERWEE

TFEENEFRREE. EHEmiE
B E%ﬁl&m?‘ﬂ%ﬁ&l&%ﬁ%iﬂiﬁﬁ_%ﬁﬂ EARST DNA BEEEA AT MM FEERAtEE s

=i, BinEEtE LEFEE =1 AmeN: ; A ;

4, H— LA LIVER A EMEREDHEML,. i B —FitEe#ir,. BER/NEHE. =ile 0
5. AT LR TERETEEmEY MEZMER L.

6. SDS-PAGE HEE%W%&E@@EEE&F , MEREEE SRR (PAGE) B, E8HRST/HIT
fRERET

7. HEYE (vitamin) ﬁEHfaﬁi&Tﬁ:}ﬁﬂ et ET R EEER A, MEFE o lEERET 00

HTE, MELTE BMERERET _ HHEFE.



8. MEFRRFH-ER FETMEENTNEE, XREEH FEAIE L E Z R
0. SEWEEMERNBTME RS SEARE MBS s, FRRENEESIEE &S an BRI

_ &R, zthimditteR—FaE _ SRR, FE caMP FRAE NI cAMP ENTET SRR
RIEFRETEEEH, St .
0. TREREETPEB-T-HIRE s FRTA—oFaEER, =WiE o ATE TEERERT

TR RR B R B OB RR B =1 2R A o .
11. APFF‘{IHEH;EEE% B —FUELE Cos 2B Cod AILATERNPH MR HH A =3 BRER, ?‘HT—:E%%H@EPT}I;Q

Rk ; Mo HEEMETESS . S8 Cod TEFRIREMMEMEE _ HEER
s
12, R EIFH (transamination) 278 o —FEEFM _ ZEFESEER, AFREREREEEE

T, HEEMPNEENSRET _ FiHETH.
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FaERELETEWAET (rifanycin) ARETN RSB T AIHEHEE RNA FE5BEEEMDANFHEE RHNA
H&Fe =il ERT DA

e vEmECAI RTRE M mEit R ES SR, S TRt EREB T Em, B REERE
HE LR

DHNA RAELFIE BrgRes e R AN B RAIBTRE, SPRAMSRE (2058) . 508 KFLEM Rec A EH
# Lex & EOREEHS ENEREREE, FTWE, ARSI SRABEEERETS.
WHERENANATEENEIHEREN, BE—wE&INicHE. &8 RNATESFH DNA ESH, DNA
1850 DNA FEo LA SRR H a0,

MEARFFRF R BEENFEREINE 20 7. ZEIERTSH TREF—TEE%RS, NS
EfHH o« — R LAME—1TEE, Ehiriae —2E2E, REaEosh Bl o —aZ28EFRTNE
S5t (structural domain) SETEERRN—EGM SN [RTE _REmfmEiEt. ERN"HEGHEE
Bfha —#EHE. B —ihS, P —HRMIllEEmss.



7. =R IR BEERERRRTERRS 7 ARERNR e LiERERTHR, I arEB
R TR R R DB AR .

8. miEmE (optimum temperature) ERETEN—TEEFENMEST. TR EERE RS RE T
etk MAEE, BlilsEaRiiEeaEsSemEn ME AmEEREEEERELEE.

0. DNAMMERESMEEERE [ ZIFERER. HNEMREENEIEREEL NRET ZEM=aE, Hit,
RS0, MEEER N eSS SRR R R, AR 78]SR R esS 1
HREHA —ERER.

10. ZhshE R AE EREN SR ERGRANE. EB a—R¥a, BERHEA DNA PRIRERT 76

SeEsstRie P ERIR AT DAL B, ALERT AN RS R DA W E.



M. R (B 15, 1105
1. DNa BEFEFTEEMNEAIE (1) DNATESRM DNA FS8BIl . (2) @BiEsE . (H DNAFESEI. (4
DHA 5/ RHNA 588, (5 DNAESERE. R8T DNA BRI fER 8 EilinE-E.
_____________ L T
2. TR ERBEAETEERE:
A SEEWNP. AeTERENSERERTNELREEES.
B SFEninm- e Asha g, EIL{aR T F4EE. mAfNE N,
C jZ<-Rr g M mE ) -MMef e BT E — .
D 7EZBERFdRpR AP, shr B iahnBal e T E.
3. Pauly Bz o] BTk T i 16 e i
AWEE B FAEE CB8FEE D EEB
4, WEERREEOREEQRAYSE. MARERMEEN—aERN, —fE3m-Tamm-TA L BRI
B4 S B R i AR R A AV gE R R R i A B TR IR BB B S Y
A FEEE B BLOE CHEEE D =56
5. FHIHEIEFRRTE
A TEEWMEF. fEE R MIEFREMBIEA ALY, Mt gETE E s o (RlifER.
B At AT R e R i R e R s o B M HE T
02 AGYWER OO, ZHREFITDSEERE.
D H—-EHRAMEEEZERE, ZRSTROSEREEEE.
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A EFEEA B EHFNEEE C© AT D SimER

7. ERERG. eSS FERERIEEERL MR EE PR

A TBHET BB C SREF D dAREAE

5. At St e E SRR [F R et (PRIEEE) R FHRHAAEE s mMEHEERT
A Z|it B EHMIEEE CRHEE D mEFTEA

0. T EEREETEERER, REFMEtiEEE"

A FHEBEE b AR C SEB i

10. ZEEE A MERTITRE PO BIEEE:

42 B25 (030 D4



F. EEES (4R, BT . 3E 28 a0
1. [ERAEEEHPCREE. A ERET PO EERSE.
1. HEEORRESWMNAEERS, EmEAENSEAEIESESEARTIEET RIS S8—ER
____________________ ABNEHEOHMBETFAL, ST ABEn AR BRAFNERTm, FUERE
3. E%ﬂﬂﬁﬁﬂﬁ% G ER FEGW LAY “iitEs” ERNES AT
4. N8 E.Coli 2B DNA B 75% 0 HERREQNR. REEQ/RMFHSFES 60, 000, [
(A= iRER I —-FERTE) 2 FZiai DNA Z298R0E 2, 100 #HEQR. Fziei DNa A4
E bz DNA S FEXRNEE (FEREHSTEN 120, HEHETFRsFEH 640)
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